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Our scientific challenge: What's healthy?
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Nutrigenomics allows the quantification of the
nutritional genotype -phenotype plasticity
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Nutrigenomics:
Genome wide transcriptome analysis

A Complementary to
proteomics and
metabolomics

A Identification of target
genes of nutrients and
sensing transcription
factors

A Identification of
biomarkers for organ
vitality (adaptive
response capacity)




Organ and systemic responses to dietary lipids
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